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Supplemental Methods
Tissue samples
The present study analyzed a total of 213 formalin-fixed paraffin-embedded (FFPE) 
Targeted next-generation RNA sequencing
Sections of FFPE samples were deparaffinized and subjected to RNA extraction using an RNeasy FFPE kit (Qiagen, Hilden, Germany). RNA sequencing was performed using the TruSight Pan-Cancer panel (Illumina, San Diego, CA, USA), which targets 1385 cancer-related genes, following manufacture's instruction. Sequencing was performed on the MiSeq (Illumina) using MiSeq Reagent Kit v3 150 cycles (Illumina).
The fusion gene identification was performed using the RNA-Seq Alignment application (Illumina). The sequencing data are available in the Japanese Genotype-Phenotype Archive (JGA; https://trace.ddbj.nig.ac.jp/jga/) under the accession number JGAS00000000195.
RT-PCR
The reverse transcription reaction was performed using the high-capacity cDNA reverse transcription kit (ThermoFisher Scientific, Waltham, MA, USA). cDNA sample quality was assessed by PCR amplification of a 220-base pair fragment of ACTB. The primers were designed to amplify the fusion junctions detected by next-generation sequencing, or possible fusion junctions predicted from the exon structures of YAP1, MAML2, and NUTM1 (Supplemental Table 6 ). Poromas and porocarcinomas were analyzed for all primer sets, whereas other skin tumors were examined using primer Sekine et al.
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sets detecting recurrent fusions. All PCR products were subjected to Sanger sequencing for confirmation. When required, the PCR products were subcloned using a TOPO TA cloning kit (ThermoFisher Scientific) prior to sequencing.
Fluorescent in-situ hybridization assays
Fluorescent in-situ hybridization assays were performed using the probes listed on Supplementary 
Immunohistochemistry
Immunohistochemical staining was performed for FFPE specimens. Antigen retrieval was performed using Target Retrieval Solution pH 9 (Agilent Technologies). 
Plasmids
Plasmids containing cDNA for YAP1 (FLJ84300AAAN), WWTR1 (FLJ11974AAAF),
MAML2 (FLJ0462AAAN), and NUTM1 (FLJ58711WAAN) (Biomedicinal Information
Research Center, National Institute of Advanced Industrial Science and Technology, Tokyo, Japan) were used to construct the expression vectors. LATS1/2 kinase-resistant YAP1 S127A and YAP1 5SA were generated by in vitro mutagenesis so as to replace serine residues at 127 and 61/109/127/164/397, respectively, with alanine (3). WWTR1 S89A and WWTR1 4SA were similarly generated so as to replace serine residues at 89 and 66/89/117/311, respectively, with alanine (4). The fusion gene constructs were generated by using In-Fusion cloning kit (TAKARA, Kyoto, Japan). Some of the cDNA were fused to a 3x FLAG-tag sequence at the 5' end. The cDNA cloned in pENTR vector were recombined into pDEST-RetroX-TetOne-Puro, a destination vector based on pRetroX-tetOne-Puro (TAKARA).
Retrovirus infection
293T cells were obtained from Dr. Masao Seto, Kurume University, Fukuoka, Japan, and confirmed to express SV40 large T antigen. Retroviruses were produced by transfecting the retrovirus vectors together with packaging constructs pEF6-10A1 and pCL-Gag-Pol into 293T cells as described previously (5) . NIH3T3 cells were provided by Dr. Masahide Takahashi, Nagoya University, Nagoya, Japan, and originally 
TEAD luciferase reporter assay
The vector pMCAT8B-luc carries the firefly luciferase TEAD reporter as described 
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Donkey anti-mouse IgG (dilution 1:500; ThermoFisher Scientific; A21202) was used for detection.
Immunoblotting
Whole-cell protein extracts were used for immunoblotting as described previously (8) .
Antibodies against the N-terminal region of YAP1 (clone 2F12), C-terminal region of YAP1 (clone D8H1X), WWTR1 (clone M2-616, BD Pharmingen, San Jose, CA, USA), NUTM1 (clone C52B1), GAPDH (Clone 6C5, ThermoFisher Scientific), and Vinculin (clone hVIN1, Sigma-Aldrich) were used as probes. Signals were detected by a LAS3000 imaging system (Fujifilm Co. Ltd., Tokyo, Japan).
Soft agarose colony formation assay
NIH3T3 and HDK cells transduced with doxycycline-dependent inducible retrovirus
vectors were embedded in 0.4% SeaPlaque agarose (Lonza, Rockland, ME, USA) sandwitched by 0.7% agarose in 24-well plate and cultured with or without 1 μg/mL doxycycline for 2-3 weeks as described previously (9) . 
